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Supplementary Figures 
 

Supplementary Figure 1. The sequence alignment of natural-type (Query) and modified (codon optimized) DNA for nucleocapsid (NP) gene of 

Ebola virus for accession number MG572235.1.  

 

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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Supplementary Figure 2. The sequence alignment of natural-type (Query) and modified (codon optimized) DNA for VP35 gene of Ebola virus 

for accession number MG572235.1.  

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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Supplementary Figure 3. The sequence alignment of natural-type (Query) and modified (codon optimized) DNA for VP40 gene of Ebola virus 

for accession number MG572235.1.  

 

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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Supplementary Figure 4. The sequence alignment of natural-type (Query) and modified (codon optimized) DNA for glycoprotein (GP) gene of 

Ebola virus for accession number MG572235.1.  

 

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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Supplementary Figure 5. The sequence alignment natural-type (Query) and modified (codon optimized) DNA for VP30 gene of Ebola virus for 

accession number MG572235.1.  

 

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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Supplementary Figure 6. The sequence alignment of natural-type (Query) and modified (codon optimized) DNA for VP24 gene of Ebola virus 

for accession number MG572235.1.  

 

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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Supplementary Figure 7. The sequence alignment of natural-type (Query) and modified (codon optimized) DNA for polymerase (L) gene of 

Ebola virus for accession number MG572235.1.  

 

*The specific-coloured symbols stand for (*): Transversion change, (#): Transition change and (|): Unchanged nucleotide. 
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